DAFTAR PUSTAKA

Abubakar Ahmed, & Muhammad Bagudo, |. (2023). Observation and
Simulation of Mosquito Breeding Site Water Temperature for Malaria
Transmission at Kaita Local Governmet Township of Katsina State,
Nigeria. UMYU Scientifica, 2(1), 124-132.
https://doi.org/10.56919/usci.2123.015

Ahkrizal, A., Jaharuddin, J., & Nugrahani, E. H. (2023). Dynamics System
in the SEIR-SI Model of the Spread of Malaria with Recurrence.
Jambura Journal :  of Biomathematics (JJBM).
https://doi.org/10.34312/jjbm.v4i1.18754

Abraham, |. & Tandiangnga, T. (5024). Aplikasi Model Logistik Terhadap
Pertumbuhan Penyakit HIV/AIDS di\Provinsi Papua. Journal of Health,
Education, Economics, Science, and Technology (J-HEST), 6(2), 219-
224, https://doi.org/10.36339/j-hest.v6i2.2

Bartels, S. (2016). Elliptic < Partial =~ Differential = Equations. 65-97.
https://doi.org/10.1007/978-3-319-32354-1_2

Beck-Johnson, L. M., Nelson, W. A., Paaijmans, K. P., Read, A., Thomas,
M. B., & Bjgrnstad, O. N. (2017). The importance of temperature
fluctuations in understanding mosquito population dynamics and
malaria risk. Royal Society Open Science, 4(3).
https://doi.org/10.1098/rs0s.160969

Bhat, A. M.-U. D., & Warbhe, U. (2022). Eigenvalue method for the solution
of multi-compartment model of HIV-AIDS transmission. Punjab

University Journal of Mathematics.
https://doi.org/10.52280/pujm.2022.540802

Bourafa, S., Abdelouahab, M. S., & Moussaoui, A. (2020). (2020). n Some
Extended Routh—Hurwitz Conditions for Fractional-Order Autonomous

Systems and Applications to Population Dynamics Models. Chaos,

55


https://doi.org/10.56919/usci.2123.015
https://doi.org/10.34312/jjbm.v4i1.18754
https://doi.org/10.36339/j-hest.v6i2.2

56

Solitons & Fractals, 133.

Buchacz, K., Armon, C., Palella, F., Novak, R., Fuhrer, J., Tedaldi, E., Ward,
D., Mayer, C. A., Battalora, L. A., Carlson, K., Purinton, S., Durham, M.,
& Li, J. (2020). The HIV Outpatient Study-25 Years of HIV Patient Care
and Epidemiologic Research. Open Forum Infectious Diseases, 7 5,
ofaa123. https://doi.org/10.1093/ofid/ofaa123

Clutter, D. S., Jordan, M., Bertagnolio,-S., & Shafer, R. (2016). HIV-1 drug
resistance and resistance testing. Infection, Genetics and Evolution :
Journal of Molecular Epidemiology and Evolutionary Genetics in
Infectious Diseases, 46, 292-307.
https://doi.org/10.1016/j.meeg_i‘d.2016.08.031

Delamater, P., Street, E. J., Leslie, T. F,, Yang, Y. T., & Jacobsen, K. (2019).
Complexity of the Basic Reprodhction Number (RO). Emerging
Infectious Diseases; 25, 1-4. https://doi.org/10.3201/eid2501.171901

Fatmawati, Windarto, & Hanif, L. (2018). Application of optimal control
strategies to HIV-malaria co-infection dynamics. Journal of Physics:
Conference Series, 974(1). https://doi.org/10.1088/1742-
6596/974/1/012057

Gashaw, K. W., Kassa, S. M., & Ouifki, R. (2019). Climate-dependent
malaria disease transmission model and its analysis. International
Journal of Biomathematics, 12(8), 1-31.
https://doi.org/10.1142/S1793524519500876

Geleta Wedajo, A., Rao Koya, P., & Legesse Abaire, D. (2020). SEIRS
Mathematical Model for Malaria with Treatment. Mathematical
Modelling and Applications, 5(2), 105.
https://doi.org/10.11648/j.mma.20200502.16

Ghare, S. S., Chilton, P., Rao, A., Joshi-Barve, S., Peyrani, P., Vega, A. R,,
McClain, C., Bryant, K., Cook, R., Freiberg, M., & Barve, S. (2020).

Universitas Pertahanan Republik Indonesia



o7

Epigenetic mechanisms underlying HIV-Infection induced susceptibility
of CD4+ T cells to enhanced activation-induced FasL expression and
cell death. JAIDS Journal of Acquired Immune Deficiency Syndromes.
https://doi.org/10.1097/QAI1.0000000000002526

Handari, B. D., Ramadhani, R. A., Chukwu, C. W., Khoshnaw, S. H. A., &
Aldila, D. (2022). An Optimal Control Model to Understand the Potential
Impact of the New Vaccine and Transmission-Blocking Drugs for
Malaria: A Case Study in Papua and West Papua, Indonesia. VVaccines,
10(8), 1174. https://doi.org/10.3390/vaccines10081174

Khalil, H. K. (2002). Nonlinelaijsystems (3rd ed.). Prentice Hall.

Khanal, S., Tang, Q., Cao, D., Zhao, J., Nguyen, L. N.,"‘Oyedeji, O. S., Dang,
X., Nguyen, L. N. T., Schank, M., Thakuri, B. K. C., Ogbu, C., Morrison,
Z.D.,Wu, X.Y,,Zhang, Z., He, Q., G'ézzar, M. El, Li, Z., Ning, S., Wang,
L., ... Yao, Z. Q. (2020). Telomere and ATM Dynamics in CD4 T-Cell
Depletion in Active' and Virus-Suppressed HIV Infections. Journal of
Virology, 94(22), 10.1128/jvi.01061-20.
https://doi.org/10.1128/jvi.01061-20

Kifude, C. M., Roberds, A., Oyieko, J., Ocholla, S., Otieno, S., Waitumbi, J.
N., Hutter, J., Smith, H., Copeland, N. K., Luckhart, S., & Stewart, V. A.
(2022). Initiation of anti-retroviral/Trimethoprim-Sulfamethoxazole
therapy in a longitudinal cohort of HIV-1 positive individuals in Western
Kenya rapidly decreases asymptomatic malarial parasitemia. Frontiers
in Cellular and Infection Microbiology, 12(November), 1-14.
https://doi.org/10.3389/fcimb.2022.1025944

Kristan, M., Abeku, T. A., & Lines, J. (2018). Effect of environmental
variables and kdr resistance genotype on survival probability and
infection rates in Anopheles gambiae (s.s.). Parasites & Vectors, 11(1),
560. https://doi.org/10.1186/s13071-018-3150-8

Mangobi, J. U. L., Salajang, S., & Pitoy, C. (2023). SEIR Model of Dengue

Universitas Pertahanan Republik Indonesia


https://doi.org/10.1097/QAI.0000000000002526
https://doi.org/10.3390/vaccines10081174
https://doi.org/10.1128/jvi.01061-20

58

Hemorrhagic Fever with the Life Stage Structure of the Aedes
albopictus Mosquito. Jurnal lImiah Sains.
https://doi.org/10.35799/jis.v23i2.48235

Masimalai, P. (2021). The environmental Risk Factors Significant to

Anopheles Species Vector Mosquito Profusion, P.falciparum, P.vivax
Parasite Development, and Malaria Transmission, Using Remote
Sensing and Gis: Review Article. Indian Journal of Public Health
Research & Development. https://doi.org/10.37506/ijphrd.v12i4.16539

Obase, B., Bigoga, J., & Nsagha, D. (2023). Malaria and HIV Co-Infection

among Pregnant Wome‘n"{‘in Africa: Prevalence, Effect on Immunity and
Clinical Management: Review. International Journal of Translational
Medicine. https://doi.org/1 0.3390/ijtm3020014

Oladapo, A. O., Olayiwola, M., Adedokuﬁ;K., Adedapo, A. |., Adedeji, J. A,

Kabiru, K. O:, & Yunus, A. O. (2023)." Mathematical Analysis of
Sensitive Parameters on the Dynamical Transmission of HIV-Malaria
Co-infection.  Jambura . <Journal = of Biomathematics (JJBM).
https://doi.org/10.34312/jjbm.v4i1.18972

Paraskevis, D., Nikolopoulos, G. K., Magiorkinis, G., Hodges-Mameletzis,

., & Hatzakis, A. (2016). The application of HIV molecular epidemiology
to public health. Infection, Genetics and Evolution : Journal of Molecular
Epidemiology and Evolutionary Genetics in Infectious Diseases, 46,
159-168. https://doi.org/10.1016/j.meegid.2016.06.021

Pigeault, R., Caudron, Q., Nicot, A., Rivero, A., & Gandon, S. (2018). Timing

malaria transmission with mosquito fluctuations. Evolution Letters, 2,
378-389. https://doi.org/10.1002/evI3.61

Rabiu, O. R., Dada-Adegbola, H., Falade, C. O., Arinola, O. G., Odaibo, A.

B., & Ademowo, O. G. (2020). Malaria, Helminth Infections and Clinical
Status Among HIV-Infected Pregnant Women. International Journal of
Maternal and Child Health and AIDS, 10.

Universitas Pertahanan Republik Indonesia



59

https://doi.org/10.21106/ijjma.352

Ramsay, J., & Hooker, G. (2017). Linear Differential Equations and
Systems. 31-51. https://doi.org/10.1007/978-1-4939-7190-9_3

Richard, Q., Choisy, M., Lefévre, T., & Djidjou-Demasse, R. (2020). Human-
vector malaria transmission model structured by age, time since
infection and waning immunity. Nonlinear Analysis-Real World
Applications, 63, 103393.
https://doi.org/10.1016/J.NONRWA.2021.103393

Roberds, A., Kifude, C., Oyieko, J., Ocholla; S.; Mutunga, J., Oullo, D.,
Waga, C., Li, Z,, Luckhért, S., & Stewart, V. A. (2022). Longitudinal
impact of asymptomatic malaria/HIV-1 co-infection on Plasmodium
falciparum gametocyte transcript expression and transmission to
Anopheles mosquitoes. Frontiers in Gellular and Infection Microbiology,
12. https://doi.org/10.3389/fcimb.2022.934641

Shapiro, L. L. M., Whitehead, S: A:; & Thomas, M. (2017). Quantifying the
effects of temperature on mosquito and parasite traits that determine
the transmission potential of human malaria. PLoS Biology, 15.
https://doi.org/10.1371/journal.pbio.2003489

Stevenson, J., & Norris, D. (2016). Implicating Cryptic and Novel
Anophelines as Malaria Vectors in Africa. Insects, 8.
https://doi.org/10.3390/insects8010001

Vick, B. (2020). Introduction to Differential Equations and Dynamical

Systems. Academic Press.

Villena, O. C., Ryan, S., Murdock, C., & Johnson, L. (2022). Temperature
impacts the environmental suitability for malaria transmission by
Anopheles gambiae and Anopheles stephensi. Ecology, 103.
https://doi.org/10.1002/ecy.3685

Yadav, N., Yadav, A., & Kumar, M. (2015). Overview of Differential Equations

Universitas Pertahanan Republik Indonesia



60

BT - An Introduction to Neural Network Methods for Differential
Equations (N. Yadav, A. Yadav, & M. Kumar (eds.); pp. 1-12). Springer
Netherlands. https://doi.org/10.1007/978-94-017-9816-7_1

Universitas Pertahanan Republik Indonesia



