
 

 

36 

DAFTAR PUSTAKA 

 

[GBIF] Global Biodiversity Information Facility. Botryococcus braunii Kütz., 
1849 in GBIF Secretariat. GBIF Backbone Taxonomy. Checklist 
dataset. https://doi.org/10.15468/39omei 

Ahn, S. J., Costa, J., & Emanuel, J. R. (1996). PicoGreen quantitation of 
DNA: Effective evaluation of samples pre- or post-PCR. Nucleic 
Acids Research, 24(13), 2623–2625. 
https://doi.org/10.1093/nar/24.13.2623 

Aziz, M. M. A., Kassim, K. A., Shokravi, Z., Jakarni, F. M., Lieu, H. Y., Zaini, 
N., Tan, L. S., Islam, S., & Shokravi, H. (2020). Two-stage 
cultivation strategy for simultaneous increases in growth rate and 
lipid content of microalgae: A review. Renewable and Sustainable 
Energy Reviews, 119(April 2019), 109621. 
https://doi.org/10.1016/j.rser.2019.109621 

Baba, M., & Shiraiwa, Y. (2013). Biosynthesis of lipids and hydrocarbons in 
algae. In IntechOpen. https://doi.org/10.5772/56413 

Boesenberg-Smith, K. A., Pessarakli, M. M., & Wolk, D. M. (2012). 
Assessment of DNA yield and purity: An overlooked detail of PCR 
troubleshooting. Clinical Microbiology Newsletter, 34(1), 1–6. 
https://doi.org/10.1016/j.clinmicnews.2011.12.002 

Cakmak, T., Angun, P., Demiray, Y. E., Ozkan, A. D., Elibol, Z., & Tekinay, 
T. (2012). Differential effects of nitrogen and sulfur deprivation on 
growth and biodiesel feedstock production of Chlamydomonas 
reinhardtii. Biotechnology and Bioengineering, 109(8), 1947–1957. 
https://doi.org/10.1002/bit.24474 

Castiglia, D., Landi, S., & Esposito, S. (2021). Advanced applications for 
protein and compounds from microalgae. Plants, 10(8), 1–15. 
https://doi.org/10.3390/plants10081686 

Cheng, P., Zhou, C., Wang, Y., Xu, Z., Xu, J., Zhou, D., Zhang, Y., Wu, H., 
Zhang, X., Liu, T., Tang, M., Yang, Q., Yan, X., & Fan, J. (2018). 
Comparative transcriptome analyses of oleaginous Botryococcus 
braunii race A reveal significant differences in gene expression 
upon cobalt enrichment. Biotechnology for Biofuels, 11(1), 1–19. 
https://doi.org/10.1186/s13068-018-1331-5 

Choi, B. Y., Shim, D., Kong, F., Auroy, P., Lee, Y., Li-Beisson, Y., Lee, Y., 
& Yamaoka, Y. (2022). The Chlamydomonas transcription factor 

https://doi.org/10.15468/39omei


 

37 

Universitas Pertahanan Republik Indonesia 

MYB1 mediates lipid accumulation under nitrogen depletion. New 
Phytologist, 235(2), 595–610. https://doi.org/10.1111/nph.18141 

Corrêa, L. G. G., Riaño-Pachón, D. M., Guerra Schrago, C., Vicentini dos 
Santos, R., Mueller-Roeber, B., & Vincentz, M. (2008). The role of 
bZIP transcription factors in green plant evolution: Adaptive features 
emerging from four founder genes. PLoS ONE, 3(8). 
https://doi.org/10.1371/journal.pone.0002944 

Dayananda, C., Sarada, R., Shamala, T. R., & Ravishankar, G. A. (2006). 
Influence of nitrogen sources on growth, hydrocarbon and fatty acid 
production by Botryococcus braunii. Asian Journal of Plant 
Sciences, 5, 799–804. https://doi.org/10.3923/ajps.2006.799.804 

Doyle, J. J., & Doyle, J. L. (1987). A rapid procedure for DNA purification 
from small quantities of fresh leaf tissue. Phytochemical Bulletin, 19, 
11–15. 

Dubos, C., Le Gourrierec, J., Baudry, A., Huep, G., Lanet, E., Debeaujon, 
I., Routaboul, J. M., Alboresi, A., Weisshaar, B., & Lepiniec, L. 
(2008). MYBL2 is a new regulator of flavonoid biosynthesis in 
Arabidopsis thaliana. Plant Journal, 55(6), 940–953. 
https://doi.org/10.1111/j.1365-313X.2008.03564.x 

El-Sheekh, M. M., Galal, H. R., Mousa, A. S. H., & Farghl, A. A. M. (2024). 
Impact of macronutrients and salinity stress on biomass and 
biochemical constituents in Monoraphidium braunii to enhance 
biodiesel production. Scientific Reports, 14(1), 1–15. 
https://doi.org/10.1038/s41598-024-53216-8 

Folch, J., Lees, M., & Stanley, G. S. S. (1957). A simple method for the 
isolation and purification of total lipides from animal tissues. Journal 
of Biological Chemistry, 226(1), 497–509. 

Gallo, C., Landi, S., d’Ippolito, G., Nuzzo, G., Manzo, E., Sardo, A., & 
Fontana, A. (2020). Diatoms synthesize sterols by inclusion of 
animal and fungal genes in the plant pathway. Scientific Reports, 
10(1), 1–13. https://doi.org/10.1038/s41598-020-60993-5 

Ganapathi, S., Shetty, V., & Mokashi, K. (2016). Enhanced lipid productivity 
approaches in microalgae as an alternate for fossil fuels – A review. 
Journal of the Energy Institute, 89(3), 330–334. 
https://doi.org/10.1016/j.joei.2015.03.008 

Gupte, Y. (2012). Morpho-physiological characteristics of Botryococcus 
braunii (Kutzing, 1849) & its oil production from the species isolated 



 

38 

Universitas Pertahanan Republik Indonesia 

from Thane, Maharashtra, India. Asian Journal of Microbiology, 
Biotechnology and Environmental Sciences, 14, 523–526. 

Hamed, I. (2016). The evolution and versatility of microalgal biotechnology: 
A review. Comprehensive Reviews in Food Science and Food 
Safety, 15(6), 1104–1123. https://doi.org/10.1111/1541-
4337.12227 

Hart, B. T., Bailey, P., Edwards, R., Hortle, K., James, K., McMahon, A., 
Meredith, C., & Swadling, K. (1991). A review of the salt sensitivity 
of the Australian freshwater biota. Hydrobiologia, 210(1), 105–144. 
https://doi.org/10.1007/BF00014327 

Hu, Q., Xiang, W., Dai, S., Li, T., Yang, F., Jia, Q., Wang, G., & Wu, H. 
(2015). The influence of cultivation period on growth and biodiesel 
properties of microalga Nannochloropsis gaditana 1049. 
Bioresource Technology, 192, 157–164. 
https://doi.org/10.1016/j.biortech.2015.04.106 

Huang, M., Hu, Y., Liu, X., Li, Y., & Hou, X. (2015). Arabidopsis LEAFY 
COTYLEDON1 mediates postembryonic development via 
interacting with PHYTOCHROME-INTERACTING FACTOR4. The 
Plant Cell, 27(11), 3099–3111. 
https://doi.org/10.1105/tpc.15.00750 

Isnansetyo, A., & Kurniastuty. (1995). Teknik Kultur Fitoplankton dan 
Zooplankton. Kanisius. 

Kawachi, M., Tanoi, T., Demura, M., Kaya, K., & Watanabe, M. M. (2012). 
Relationship between hydrocarbons and molecular phylogeny of 
Botryococcus braunii. Algal Research, 1(2), 114–119. 
https://doi.org/10.1016/j.algal.2012.05.003 

Kim, Y. J. (2013). Taxonomic review of families Botryococcaceae and 
Characiaceae, order Chlorococcales, and class Chlorophyceae in 
Korea. Journal of Ecology and Environment, 36(4), 327–338. 
https://doi.org/10.5141/ecoenv.2013.327 

Koetsier, G., & Cantor, E. (2019). A practical guide to analyzing nucleic acid 
concentration and purity with microvolume spectrophotometers. 
New England Biolabs, 1(1), 1–8. https://www.neb.com/-
/media/catalog/application-
notes/mvs_analysis_of_na_concentration_and_purity.pdf?rev=be7
c8e19f4d34e558527496ea51623dc 

Kojima, E., & Zhang, K. (1999). Growth and hydrocarbon production of 



 

39 

Universitas Pertahanan Republik Indonesia 

microalga Botryococcus braunii in bubble column photobioreactors. 
Journal of Bioscience and Bioengineering, 87(6), 811–815. 
https://doi.org/10.1016/S1389-1723(99)80158-3 

Koonin, E. V. (2005). Orthologs, paralogs, and evolutionary genomics. 
Annual Review of Genetics, 39, 309–338. 
https://doi.org/10.1146/annurev.genet.39.073003.114725 

Krishna, A. R., Dev, L., & Thankamani, V. (2012). An integrated process for 
industrial effluent treatment and biodiesel production using 
microalgae. Research in Biotechnology, 3(1), 47–60. 
www.researchinbiotechnology.com 

Krishnan, V., Uemura, Y., Thanh, N. T., Khalid, N. A., Osman, N., & Mansor, 
N. (2015). Three types of marine microalgae and Nannocholoropsis 
oculata cultivation for potential source of biomass production. 
Journal of Physics: Conference Series, 622(1). 
https://doi.org/10.1088/1742-6596/622/1/012034 

Kwon, O., Ogino, K., & Ishikawa, H. (1991). The longest 18S ribosomal RNA 
ever known: Nucleotide sequence and presumed secondary 
structre of the 18S rRNA of the pea aphid, Acyrthosiphon pisum. 
European Journal of Biochemistry, 202(3), 827–833. 
https://doi.org/10.1111/j.1432-1033.1991.tb16439.x 

Lavens, P., & Sorgeloos, P. (1996). Manual on the production and use of 
live food for aquaculture. In Fao Fisheries Technical Paper (Vol. 361, 
Nomor 9). 

Lee, E., Jalalizadeh, M., & Zhang, Q. (2015). Growth kinetic models for 
microalgae cultivation: A review. Algal Research, 12, 497–512. 
https://doi.org/10.1016/j.algal.2015.10.004 

Levine, I. A., & Fleurence, J. (2018). Microalgae in health and disease 
prevention. In Microalgae in Health and Disease Prevention. 

Li, C., Ng, C. K. Y., & Fan, L. M. (2015). MYB transcription factors; active 
players in abiotic stress signaling. Environmental and Experimental 
Botany, 114, 80–91. 
https://doi.org/10.1016/j.envexpbot.2014.06.014 

Liu, X., Zhang, D., Zhang, J., Chen, Y., Liu, X., Fan, C., Wang, R. R. C., 
Hou, Y., & Hu, Z. (2021). Overexpression of the Transcription 
Factor AtLEC1 Significantly Improved the Lipid Content of Chlorella 
ellipsoidea. Frontiers in Bioengineering and Biotechnology, 
9(February), 1–15. https://doi.org/10.3389/fbioe.2021.626162 



 

40 

Universitas Pertahanan Republik Indonesia 

Lucena-Aguilar, G., Sánchez-López, A. M., Barberán-Aceituno, C., Carrillo-
Ávila, J. A., López-Guerrero, J. A., & Aguilar-Quesada, R. (2016). 
DNA source selection for downstream applications based on DNA 
quality indicators analysis. Biopreservation and Biobanking, 14(4), 
264–270. https://doi.org/10.1089/bio.2015.0064 

Nugroho, R. A., Subagyono, D. J. N., & Arung, E. T. (2020). Isolation and 
characterization of Botryococcus braunii from a freshwater 
environment in Tenggarong, Kutai Kartanegara, Indonesia. 
Biodiversitas, 21(5), 2331–2336. 
https://doi.org/10.13057/biodiv/d210565 

Parvin, M., Zannat, M. N., & Habib, M. A. B. (2007). Two important 
techniques for isolation of microalgae. Asian Fisheries Science, 
20(1). https://doi.org/10.33997/j.afs.2007.20.1.010 

Prayitno, J. (2016). Pola pertumbuhan dan pemanenan biomassa dalam 
fotobioreaktor mikroalga untuk penangkapan karbon. Jurnal 
Teknologi Lingkungan, 17(1), 45. 
https://doi.org/10.29122/jtl.v17i1.1464 

Rao, A. R., Dayananda, C., Sarada, R., Shamala, T. R., & Ravishankar, G. 
A. (2007). Effect of salinity on growth of green alga Botryococcus 
braunii and its constituents. Bioresource Technology, 98(3), 560–
564. https://doi.org/10.1016/j.biortech.2006.02.007 

Riechmann, J. L., Heard, J., Martin, G., Reuber, L., Jiang, C. Z., Keddie, J., 
Adam, L., Pineda, O., Ratcliffe, O. J., Samaha, R. R., Creelman, R., 
Pilgrim, M., Broun, P., Zhang, J. Z., Ghandehari, D., Sherman, B. 
K., & Yu, G. L. (2000). Arabidopsis transcription factors: Genome-
wide comparative analysis among eukaryotes. Science, 290(5499), 
2105–2110. https://doi.org/10.1126/science.290.5499.2105 

Rowan, R., & Powers, D. A. (1992). Ribosomal RNA sequences and the 
diversity of symbiotic dinoflagellates (zooxanthellae). Proceedings 
of the National Academy of Sciences of the United States of 
America, 89(8), 3639–3643. 
https://doi.org/10.1073/pnas.89.8.3639 

Sakamoto, K., Baba, M., Suzuki, I., Watanabe, M. M., & Shiraiwa, Y. (2012). 
Optimization of light for growth, photosynthesis, and hydrocarbon 
production by the colonial microalga Botryococcus braunii BOT-22. 
Bioresource Technology, 110, 474–479. 
https://doi.org/10.1016/j.biortech.2012.01.091 

Santos-Mendoza, M., Dubreucq, B., Baud, S., Parcy, F., Caboche, M., & 



 

41 

Universitas Pertahanan Republik Indonesia 

Lepiniec, L. (2008). Deciphering gene regulatory networks that 
control seed development and maturation in Arabidopsis. Plant 
Journal, 54(4), 608–620. https://doi.org/10.1111/j.1365-
313X.2008.03461.x 

Saraswati, H., Seprianto, & Wahyuni, F. D. (2019). Desain primer secara in 
silico untuk amplifikasi gen cryIII dari Bacillus thuringiensis isolat 
lokal. Indonesian Journal of Biotechnology and Biodiversity, 3(1), 
33–38. http://unafold.rna.albany.edu/?q=DINAMelt 

Shi, T. Q., Wang, L. R., Zhang, Z. X., Sun, X. M., & Huang, H. (2020). 
Stresses as first-line tools for enhancing lipid and carotenoid 
production in microalgae. Frontiers in Bioengineering and 
Biotechnology, 8(July), 1–9. 
https://doi.org/10.3389/fbioe.2020.00610 

Tan, H., Yang, X., Zhang, F., Zheng, X., Qu, C., Mu, J., Fu, F., Li, J., Guan, 
R., Zhang, H., Wang, G., & Zuo, J. (2011). Enhanced seed oil 
production in canola by conditional expression of Brassica napus 
LEAFY COTYLEDON1 and LEC1-LIKE in developing seeds. Plant 
Physiology, 156(3), 1577–1588. 
https://doi.org/10.1104/pp.111.175000 

Tasić, M. B., Pinto, L. F. R., Klein, B. C., Veljković, V. B., & Filho, R. M. 
(2016). Botryococcus braunii for biodiesel production. Renewable 
and Sustainable Energy Reviews, 64, 260–270. 
https://doi.org/10.1016/j.rser.2016.06.009 

Wang, F., & Perry, S. E. (2013). Identification of direct targets of FUSCA3, 
a key regulator of Arabidopsis seed development. Plant Physiology, 
161(3), 1251–1264. https://doi.org/10.1104/pp.112.212282 

Weiss, T. L., Johnston, J. S., Fujisawa, K., Okada, S., & Devarenne, T. P. 
(2011). Genome size and phylogenetic analysis of the A and L 
races of Botryococcus braunii. Journal of Applied Phycology, 23(5), 
833–839. https://doi.org/10.1007/s10811-010-9586-7 

Xu, W., Dubos, C., & Lepiniec, L. (2015). Transcriptional control of flavonoid 
biosynthesis by MYB-bHLH-WDR complexes. Trends in Plant 
Science, 20(3), 176–185. 
https://doi.org/10.1016/j.tplants.2014.12.001 

Yoshimura, T., Okada, S., & Honda, M. (2013). Culture of the hydrocarbon 
producing microalga Botryococcus braunii strain Showa: Optimal 
CO2, salinity, temperature, and irradiance conditions. Bioresource 
Technology, 133, 232–239. 



 

42 

Universitas Pertahanan Republik Indonesia 

https://doi.org/10.1016/j.biortech.2013.01.095 

Zhao, J., Ge, Y., Liu, K., Yamaoka, Y., Zhang, D., Chi, Z., Akkaya, M., & 
Kong, F. (2023). Overexpression of a MYB1 transcription factor 
enhances triacylglycerol and starch accumulation and biomass 
production in the green microalga Chlamydomonas reinhardtii. 
Journal of Agricultural and Food Chemistry, 71(46), 17833–17841. 
https://doi.org/10.1021/acs.jafc.3c05290 

 


